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The CelliGO  technology is a fully integrated antibody discovery engine that is based on single drop- Detection Of antigen_speciﬁc AntlbOdy secretion In drop|ets

let microfluidics, to achieve high throughput, single cell, function-based screening of antibody-secret-
ing primary B cell populations.

1- Single-cell droplet based bio-assays

We present a case study using B cells derived from a tetanus toxoid (TT) immunized mouse. By apply- We have designed, implemented and validated droplet based microfluidics bio-assays to detect single cell
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2- Identification of mAb specific to soluble antigen 3- Identification of functional mAbs
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_ 1- Droplet based Single cell VH/VL pairing
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2- Clonal expansion
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Characterization and Validation 2- Affinity maturation

Our antibodies have undergone affinity matu-
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HiFiBiO CelliGO'" Platform versatility supports discovery of antibodies targeting a diversity of epitopes

CelliGO accommodates a wide range of flexible in-droplet bioassays based on interaction with recombinant antigens, bacterial and cell transmembrane targets,

and on functional assays (identification of internalizing, agonist and antigonist antibodies).
Our platform is able to rapidly identify potent antibodies, to efficiently mine immune repertoires of wild-type and transgenic rodents, successfully select and recov-

er target specific cross species reactive antibodies.

We thank Ginger Shen (Pfizer, Cambridge, MA) for the Biacore SPR analysis of the anti-TT antibodies.

HiFiBiO Paris site: ESPCI. 10 rue Vauquelin, Paris 75005. France. Acknowledgements - HiFiBiO labs Paris (ESPCI) & Cambridge (Lab Central), HiFiBiO consul-
HiFiBiO Cambridge site: Lab Central. 700 Main St., Cambridge MA 02139. tants (Paris, LBC-ESPCI), its collaborators (Paris, LCMD-ESPCI), Pierre Bruhns & team for

www. hifibio.com

EAC. November

animal hosting and immunizations, HiFiBiO Founders (Harvard, Broad Inst., ESPCI) and HiFiBiO 13-16/ 2016. BaSEI
customers.




